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Amendments to the Claims 
The current status of the claims is as follows: 

Claims 1-485 (Canceled) 

4S6. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with hybridization assay means for detecting the 
presence of a nucleic acid variable region characteristic of nucleic acid of said one or more target 
species, wherein said means distinguishes said variable region from nucleic acid of at least one 
non-target species, wherein said variable region is present in an rRNA sequence, or a DNA sequence 
encoding for said rRNA sequence, in a - loeaiion c orresponding to a target region corresponding lo: 
selected Horn the group c o nsisting of : 
bases 65-108 of £. coli 5S rRNA or the encoding DNA; 
bases 60-105 of £. coli 16S rRNA or the encoding DNA; 
bases 60-100 of E. coli 16S rRNA or the encoding DNA: 
bases 120-150 of £ coli 16S rRNA or the encoding DNA; 
buses 170-230 of E. coli 16S rRNA or the encoding DNA; 
bases 405-490 of E, coli 16S rRNA or the encoding DNA; 
bases 405-480 off, coli 16S rRNA or the encoding DNA; 
bases 600-675 of £. coli 16S rRNA or the encoding DNA; 
bases 600-670 of E. coli 1 6S rRNA or the encoding DNA: 
bases 705-735 of E coli 16S rRNA or the encoding DNA; 
bases 820-870 of /?. coli 16S rRNA or the encoding DNA; 
bases 820-860 of E. coli 16S rRNA or the encoding DNA: 
bd&cj, 975^1000 of E, coli 16S rRNA ui iht imodiu^ DNA, 
bases 1125-1 155 of E. coli 16S rRNA or the encoding DNA; 
ba^ci 1250 ' 12 9 6 - ohft uHi ICS rRNA ui the uicudingDNA; 
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bases 270-405 of £ coli 23S rRNA or rhe encoding DNA; 
bases 270-390 nf E_ coli 23S rRNA or the encoding DNA; 
bases 535-575 of £ coli 23S rRNA or the encoding DNA; 
bases 535-560 of E. coli 23S rRNA or the encoding DNA; 
bases 1 150-1200 of £, coli 23S rRNA or the encoding DNA; 
bases 1440-1600 of E. coli 23S rRNA or the encoding DNA; 
bases 1 710-1750 of E. coli 23S rRNA or the encoding DNA; zrtd or 
bases 2190-2330 of E. coli 23S rRNA or the encoding DNA T 

piovidcd thai i f said owe or mure taiga species include At least uue species of 
Myiuplusmu, then said target r egion is in a location corresp o nding to bases 65-108 , 190-230, 450" 
490, G20-Q60 u i 1255-1290 of E. loU 103 iRNA ui the unodingDNA, and 

yio v ided thai if .saidtai ' get legion is in a locaiiun LAJiiLspuudiiig to b ase s 1255-159 6 
u f E. ujli 16S iRNA, or tin encoding DNA, then ^lid uiit or mui t UugcL species h My^lasmu 
pwumuniut and said at least o ne nuivtaiga spceies includes a Mytuplusmu ^pLii i s utl iu than 
MyLuplusmu pnvumunkiv \ and 

b) determining whether said means has detected the presence of said variable 
region as an indication that at least one member of said one or more target species is present in said 
sample. 

487. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with an oligonucleotide probe which distinguishes 
between nucleic acid of said one or more target species from nucleic acid of at least one non-target 
species, wherein a duplex formed between said oligonucleotide probe and a variable region present 
in nucleic acid of said one or more target species has a higher Tm than a duplex formed between said 
oligonucleotide probe and said variable region present in nucleic acid of said at least one non-targei 
species, wherein said variable region is present in an rRNA sequence, or a DNA sequence encoding 
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for said rRN A sequence, in a location con r spo n dingnc r a target region corresponding to: selected 
from the gicmp consisti n g of: 

bases 65-108 of E. coli 5S rRNA or the encoding DNA; 
bases 60-105 of E. coli 16S rRNA or the encoding DNA; 
bases 60-100 of ff. coli 16S rRNA or the encoding DNA: 
bases 120-150 of E. coli 16S rRNA or the encoding DNA; 
bases 170-230 of £. coli 16S rRNA or die encoding DNA; 
bases 405^90 of E. coli 16S rRNA or the encoding DNA; 
bases 405-4S0 of E. coli 16S rRNA or the encoding DNA; 
bases 600-675 ofE. coli 16S rRNA or the encoding DNA; 
bases 600-670 of £. coli 16S rRNA or the encoding DNA; 
bases 705-735 ofE, coli 16S rRNA or the encoding DNA; 
bases 820-870 of £ coli 16S rRNA or the encoding DNA; 
bases 820-860 off, coli 16S rRNA or the encoding DNA; 
b ases 975-1060 af E. luIi ICS iRNA or the encoding DNA ; 
bases 1 125-1 155 of £ coli 16S rRNA or the encoding DNA; 
base* 1250-1290 of £. Lull 16S rRNA u j Ui l u nodiug DNA; 
bases 270-405 of E. coli 23S rRNA or the encoding DNA; 
bases 270-390 of E. coli 23S rRNA or the encoding DNA; 
bases 535-575 of E, coli 23S rRNA or the encoding DNA; 
bases 535-560 of K coli 23S rRNA or the encoding DNA; 
bases 1 150-1200 ofE. coli 23S rRNA or the encoding DNA; 
bases 1440-1600 ofE. coli 23 S rRNA or the encoding DNA; 
buses 1710-1750 of E. coli 23S rRNA or the encoding DNA; tmrf or 
bases 2190-2330 ofE. coli 23S rRNA or the encoding DNA; 
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pr o vided thai if said one o r more targ e t species include a Heast one apecics of 
Myc oplasma, then said target region i s in a location com^puadiug tu - bd&es G5-10Brt 99»£9Q, 450- 
490, 820-SCO oi 1255-12 9 0 of E. tuti 16S rRNA o r tlua encoding DNA, and 

piovidcd Hu t if sa id target reg i o n i s in a locatio n corresponding tu Ubcs 1255-»12 9 0 
of - E. luU ICS aRNA, or the eneoding DNA, Umi said one or iuuil taiga spec i es i s My^Aa^ma 
pneumonia* and sard ■ at" l e ast one non-target spec ie s -i nclud e s 4 Mytupluuua speiiui> Other than 
MyLupluj,mu pnewiioniae \ and 

b) determining whether anucleic acidcomplex comprising said oligonucleotide 
probe has formed under conditions of high stringency as an indication that at least one member of 
said one or more target species is present in said sample, wherein said oligonucleotide probe does 
not form a detectable duplex with nucleic acid of said at least one non-target species under said 
conditions. 

488. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with hybridization assay means for detecting the 
presence of a nucleic acid variable region characteristic of nucleic acid of said one or more target 
species, wherein said means distinguishes said variable region from nucleic acid of at least one 
non-target species belonging to the same genus as said one or more target species, wherein said 
variable region is present in an rRNA sequence, or a DNA sequence encoding for said rRNA 
sequence, in a location - corresponding to a target region corresponding to: sdected from the group 
co n sist i ng t rf r 

bases 65-108 of £. coli 5S rRNA or the encoding DNA; 
bases 60-105 of E. coli 16S rRNA or the encoding DNA; 
bases 60-1 00 of E. coli I6S rRNA or the encoding DNA: 
bases 120-150 of E. coli 1.6S rRNA or the encoding DNA; 
bases 170-230 of E. coli 16S rRNA or the encoding DNA; 
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bases 1 75-210 of E. coli 1 6S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 1 85-225 of E. coli 16S rRNA or the encoding DNA and said genus is Mycobacterium; 
bases 190-230 of £ coli 16S rRNA or the encoding DNA and said genus is Mycoplasma; 
bases 405-490 of E. coli 16S rRNA or the encoding DNA; 
bases 405-480 of E. coli 1 6S rRNA or the encoding DNA: 

bases 450-490 of E. coli 16S rRNA or the encoding DNA and s aid genus is Mycoplasmas 
bases 455-485 of £*. coli 16S rRNA or the encoding DNA and sai d genus is Neisseria! 
bases 600-675 of E. coli 16S rRNA or the encoding DNA; 
bases 600-670 of E. coli 16S rRNA or the encoding PNAi 

bases 600-635 of E. coli 16S rRNA or the encoding DNA and s aid genus is Chlamydia; 
bases 705-735 of £. coli 16S rRNA or the encoding DNA; 
bases 820-870 of £. coli 16S rRNA or the encoding DNA; 
bases 820-860 of E. coli 16S rRNA or the encoding DNA; 

bases 825-860 of £. coli 16S rRNA or the encoding DNA an d said genus is Sireptococcus; 
bases 830-870 of £. coli 16S rRNA or the encoding DNA and said gen us is Chlamydial 
bases 975-1060 of £. coli 16S rRNA or the encoding DNA; 
bases 980-1050 of E. coli 16S rRNA or the encoding DNA; 

bases 980-1030 of E. coli 16S rRNA or the encoding DNA an d said genus is Escherichia or 
Neisseria.'* 

bases 980-1015 of E. coli 16S rRNA or the encoding DNA a nd said genus is Neisseria: 
bases 995-1030 of E. coli 16S rRNA or the encodi ng DNA and said genus is Escherichia; 
bases 1J25-U55 of E. coli 16S rRNA or the encoding DNA; 
bases 1250-1290 of E. coli 16S rRNA or the encoding DNA; 
bases 270-405 of E. coli 23S rRNA or the encoding DNA; 
bases 270-390 of E. coli 23S rRNA or the encoding DNA: 

bases 270-305 of £ coli 23S rRNA or the encoding DNA and said gen us is Proteus: 
bases 275-320 of £. coli 23S rRNA or the encoding DNA and said gen us is Chlamydia; 
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bases 305-34Q of £. coli 23S rRNA nr the encoding DNA and sa id genus is Enierobacter\ 
bases 330-365 of £. coli 23S rRNA or the encoding DNA and sa id genus is Chlamydia'. 
bases 365-405 of E. coli 23S rRNA or the encoding DNA and said genus is Pseudomonas\ 
bases 535-575 of £ coli 23S rRNA or the encoding DNA; 
bases 535-560 of E. coli 23S rRNA or the encoding DNA: 

bases 540-575 of £ coli 23S rRNA or the encoding DNA and s aid genus is Mycobacterium; 
bases 1 150-1200 of £. coli 23S rRNA or the encoding DNA; 

bases 1155-1 190 of E. coli 23S rRNA or the encoding DNA and said g enus is Mycobacterium: 
bases 1 160-1 190 of E. coli 23S rRNA or the encoding DNA and said genus is Chlamydial 
bases 1440-1600 of £ coli 23S rRNA or the encoding DNA; 

bases 1450-1490 off, coli 23S rRNA or the encoding DNA and said genus is Chlamydias 
bases 1510-1545 of ff. coli 23S rRNA or the encoding DNA and said p pnns is Chlamydia: 
bases 1710-1750 of £. coli 23S rRNA or the encoding DNA; and 
bases 2190-2330 of E. coli 23S rRNA or the encoding DNAior 

bases 2195-2235 of ff. coli 23S rRNA or the encoding DNA and said g enus is Mycobacterium* 

provided that if said target region is in a location corresponding to bases 1255-1290 
of E. coli 16S rRNA; or the encoding DNA, then said one or more target species is Mycoplasma 
pneumoniae** and 

b) determining whether said means has detected the presence of said variable 
region us an indication that at least one member of said one or more target species is present in said 
sample. 

489. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of; 

a) contacting said sample with an oligonucleotide probe which distinguishes • 
between nucleic acid of said one or more target species from nucleic acid of at least one non-targel 
species belonging to the same genus as said one or more target species, wherein a duplex formed 
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between said oligonucleotide probe and a variable region present in nucleic acid of said one or more 
target species has a higher Tm than a duplex fanned between said oligonucleotide probe and said 
variable region present in nucleic acid of said at least one non-target species, wherein said variable 
region is present in an rRNA sequence, or a DNA sequence encoding for said rRNA sequence, in 
a location corresponding io a target region corresponding to: sctecicd Horn the ^iuup mulling oft 
bases 65-108 of £ coli 5S rRNA or the encoding DNA; 
bases 60-105 of £ coli 16S rRNA or the encoding DNA; 
bases 60-100 of £ coli 16S rRNA or the encoding DNA: 
bases 120-150 of £ coli 16S rRNA or the encoding DNA; 
bases 170-230 of £ coli 16S rRNA or the encoding DNA; 

bases 175-210 of E. coli 16S rRNA or the encoding DNA and said gen us is Chlamydia; 
bases 185-225 of £ coli 16S rRNA or the encoding DNA and said genus is Mycobacterium^ 
bases 1 90-230 of £ coli 16S rRNA or ihe encoding DNA and said genus is Mycoplasma; 
bases 405-490 of £ coli 16S rRNA or the encoding DNA; 
bases 405-480 of £ coli 16S rRNA or the encoding DNA: 

bases 450-490 of £ coli 16S rRNA or the encoding DNA and sai d genus is Mycoplasmas 
bases 455-485 of £ coli 16S rRNA or the encoding DNA and said gen us is Neisseria; 
bases 600-675 of £ coli 16S rRNA or the encoding DNA; 
bases 600-670 of £ coli 16S rRNA or the encoding DNA: 

bases 600-635 of £ coli 16S rRNA or the encoding DNA an d said genus is Chlamydia 
bases 705-735 of £ coli 16S rRNA or the encoding DNA; 
bases 820-870 of £ coli 16S rRNA or the encoding DNA; 
bases 820-860 of £ coli 1 6S rRNA or the encoding DNA; 

bases 825-860 of £ coli J 6S rRNA or the encoding DNA and said genus is Str epiococcus; 
bases 830-870 of £ coli 16S rRNA or the encoding DNA and said gen us is Chlamydia*. 
bases 975-1060 of £ coli 16S rRNA or the encoding DNA; 
bases 980-1050 of R coli 16S rRNA or the encoding DNA: 
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bases 980-1030 of R_ cqli_l6S rRNA or the encoding DNA and said gen us is Escherichia or 
Neisseria: 

bases 980-101 5 of E. coli 16S rRNA or the encoding DNA and said genus is Neisseria: 
bases 995-1030 of E. coli 16S rRNA or the encoding DNA and said genus is Escherichia 
bases 11 25- 11 55 of E. coli 16S rRNA or the encoding DNA; 
bases 1250-1290 of E. coli 16S rRNA or the encoding DNA; 
bases 270^05 of E. coli 23S rRNA or the encoding DNA; 
bases 270-390 of £. coli 23S rRNA or the encoding DNA: 

bases 270-305 of £ coli 23S rRNA or the encoding DNA and said genus is Proteus: 
bases 275-320 of E, coli 23S rRNA or the encoding DNA and said genus is Chlamydia: 
bases 305-340 of £ coli 23S rRNA or the encoding DNA and said genus is Entembw&j 
bases 33Q-365 off, coli 23S rRNA or the encoding DNA and said genus is Chlamydial 
bases 365-405 off coli 23S rRNA or the encoding DNA and said gen us is Pseudnmonas: 
bases 535-575 of E. coli 23S rRNA or the encoding DNA; 
bases 535-560 of £, coli 23S rRNA or the encoding DNA: 

bases 540-575 of £. coli 23S rRNA or the encoding DNA and said genus is Mycobacterium: 
bases 1 150-1200 of E. coli 23S rRNA or the encoding DNA; 

bases 1 155-1190 of E. coli 23S rRNA or the encoding DNA and said gen us is Mycobacterium: 
bases 1 160-1190 off, coli 23S rRNA or the encoding DNA and said genus is C hlamydia: 
bases 1440-1600 of E. coli 23S rRNA or the encoding DNA; 

bases 1450-1490 of E, coli 23S rRNA or the encoding DNA and said genus is Chlamydia: 
bases 15 10-1545 of E. coli 23S rRNA or the encoding DNA and said genus is Chlamydia: 
bases 1710-1750 of £. coli 23S rRNA or the encoding DNA; and 
bases 2190^2330 of E. coli 23S rRNA or the encoding DNAi_or 

bases 2195-2235 of E. coli 23S rRNA or the encoding DNA and said genus is Mycobacterium , 
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provided that if said target region is in a location corresponding to bases 1255-1290 
of E. coli 16S rRN A; or the encoding DNA, then said one or more target species is Mycoplasma 
pneumoniae; and 

b) determining whether a nucleic acidcomplex comprising said oligonucleotide 
probe has formed under conditions of high stringency as an indication that at least one member of 
said one or more target species is present in said sample, wherein said oligonucleotide probe does 
not form a detectable duplex with nucleic acid of said at least one non-target species under said 
conditions. 

490. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with hybridization assay means for detecting the 
presence of a nucleic acid variable region characteristic of nucleic acid of two or more non-viral 
target species belonging to a first genus, at least one of which is said one or more target species, 
wherein said means distinguishes said variable region from nucleic acid of at least one non-target 
species belonging to a second genus which is different from said first genus, wherein said variable 
region is present in an rRNA sequence, or a DNA sequence encoding for said rRNA sequence, in 
a location £Oi - ncsponding to a target region corresponding to: select e d from the group cons i st i ng of : 
bases 65-1 08 of £, coli 5S rRNA or the encoding DNA; 
bases 60-105 of £ coli 16S rRNA or the encoding DNA; 
bases 60- 100 of E._coli 16S rRNA or the encoding DNA; 
bases 120-150 of E. coli 16S rRNA or the encoding DNA; 
bases 170-230 off. coli 16S rRNA or the encoding DNA; 
bases 405-490 of E. coli 16S rRNA or the encoding DNA; 
bases 405-480 of £. coli L6S rRNA or the encoding DNA: 

bases 405-428 of K coli 16S rRNA or the encoding DNA and said first genus is Campylobacter: 
bases 440-470 of E. coli 1 6S rRNA or the encoding DNA and said first genus is Campylobacter: 
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bases 600-675 of E, coli 16S rRNA or the encoding DNA; 
bases 600-670 of E. coli 16S rRNA or the encoding DNA: 

bases 630-675 of E. coli 1 6S rRNA or the encoding DNA and said first ge nus is Legionella: 
bases 705-735 of £. coli 16S rRNA or the encoding DNA; 
bases 820-870 of £. coli 16S rRNA or the encoding DNA; 
bases 820-860 of E. coli 16S rRNA or the encoding DNA: 
bases 975-1060 of £ coli 16S rRNA or the encoding DNA; 

bases 975-1020 of E. coli 16S rRNA or the encoding DNA and said first eenus is U pionella: 
bases 980-1050 of E. coli 16S rRNA or the encoding DNA; 

bases 980-1010 of E. coli 16S rRNA or the encoding DNA and sai d first genus is Cammlobacwr\ 
bases 1025-1060 of E. coli 16S rRNA or the encodingDNA and said first g enus is Mycobacterium; 
bases 1 125-1 155 of E. coli 16S rRNA or the encoding DNA; 
bases 270-405 of E. coli 23S rRNA or the encoding DNA; 
bases 270-390 of £. coli 23S rRNA or the encoding DNA: 

bases 335-375 of E. coli 23S rRNA or the encoding DNA and said first genu s is Salmonella: 
bases 350-395 of E. coli 23S rRNA or the encoding DNA and said first genus is L egionella: 
bases 535-575 of E. coli 23S rRNA or the encoding DNA; 
bases 535-560 of E. coli 23S rRNA or the encoding DNA: 
bases 1 ] 50-1200 of E. coli 23S rRNA or the encoding DNA; 
buses 1440-1600 of Zf. coli 23S rRNA or the encoding DNA; 

bases 1440-1475 of E. coli 23S rRNA or the encoding DNA and said first genus is M ycobacterium: 
bases 151 5-1555 of E. coli 23S rRNA or the encoding DNA and said first genus is Myc obacterium: 
bases 1570-1610 of E. coli 23S rRNA or the encoding DNA and said first genus is M ycobacterium: 
bases 1 585-1620 of E. coli 23S rRNA or the encoding DNA and said first genu s is Legionella: 
buses 1710-1750 of EL coli 23S rRNA or the encoding DNA; and 
bases 2190-2330 of E. coli 23S rRNA or the encoding DNA^or 

bases 2280-2330 of E. coli 23S rRNA or the encoding DNA and said first genus is Legionella. 
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provided that if said target region is in a location corresponding to bases 975-1060 
of E. coli 16S rRNA; or the encoding DNA, then said first genus is either Campylobacter, 
Legionella^ or Mycobacterium^ and 

b) determining whether said means has detected the presence of said variable 
region as an indication that at least one member of said one or more target species is present in said 
sample. 

491. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with an oligonucleotide probe able to distinguish 
nucleic acid of two or more non-viral target species belonging to a first genus, at leasi one of which 
is said one or more target species, from nucleic acid of at least one non-viral non-target species 
belonging to a second genus, wherein a duplex formed between said oligonucleotide probe and a 
variable region present in nucleic acid of each of said two or more target species has a higher Tm 
than a duplex formed between said oligonucleotide probe and said variable region present in nucleic 
acid of said at least one non-target species, wherein said variable region is present in an rRNA 
sequence, or a DNA sequence encoding for said rRNA sequence, in w r lucat i on lu i icspunding -to a 
target region corresponding, to: s e l e ct e d from the giou|j co n sisting of : 
bases 65- J 08 of £ coli 5S rRNA or the encoding DNA; 
bases 60-105 of E. coli 16S rRNA or the encoding DNA; 
bases 60-100 of E coli 16S rRNA or the encoding DNAj 
bases 120-150 of J?, coli 16S rRNA or the encoding DNA; 
bases 170-230 of £. coli 16S rRNA or the encoding DNA; 
bases 405-490 of E> coli 16S rRNA or the encoding DNA; 
bases 405-480 of E. coli 16S rRNA or the encoding DNA; 

bases 4Q5-428 of E. coli 16$ rRNA or the encoding DNA and said first genus is Campylobacter: 
bases 440-470 of E, coli 16S rRNA or the encoding DNA and said first genus is Campy lobacter: 
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bases 600-675 of E coli 16S rRNA or the encoding DNA; 
bases 600-670 of E coli 16S rRNA or the encoding DNA: 

bases 630-675 of E. coli 16S rRNA or the encoding DNA and said first genus is Le gionella: 
bases 705-735 of E. coli 16S rRNA or the encoding DNA; 
bases 820-870 of E coli 16S rRNA or the encoding DNA; 
bases 820-860 of E coli 16S rRNA or the encoding DNA; 
buses 975-1060 of E coli 16S rRNA or the encoding DNA; 

bases 975-1020 of E. coli 16S rRNA or the encoding DNA and said first p pnus is Legionella: 
bases 980-1050 of E. coli 1 6S rRNA or the encoding DNA: 

bases 9B0-1010 of £. coli 16S rRNA or the encoding DNA and said first gen us is Campylobacter! 
bases 1025-1060 of £ coli 1 6S rRNA or the encoding DNA and said first gen us is Mycobacterium; 
bases 1125-1155 of £ coli 16S rRNA or the encoding DNA; 
bases 270-405 of E. coli 23S rRNA or the encoding DNA; 
bases 270-390 of £ coli 23S rRNA or the encoding DNA: 

bases 335-375 of E coli 23S rRNA or the encoding DNA and said first genu s is Salmonella: 
bases 350-395 of E. coli 23S rRNA or the encoding DNA and said first ge nus is Legionella: 
bases 535-575 of £ coli 23S rRNA or the encoding DNA; 
bases 535-560 of £ coli 23S rRNA or the encoding DNA: 
bases 1 150-1200 of £ coli 23S rRNA or the encoding DNA; 
bases 1440-1600 of £ coli 23S rRNA or the encoding DNA; 

bases 1440-1475 of £ coli 23S rRNA or the encoding DNA and said first genus is Mycobacterium: 
bases 15 15-1555 of £ coli 23S rRNA or the encoding DNA and said first genus is M ycobacterium: 
bases 1570-1610 of £ coli 23S rRNA or the encoding DNA and said first gon na is Mycobacterium: 
bases 1585-1620 of £ coli 23S rRNA or the encoding DNA and said first genus is Legionella: 
bases 1710-1750 of £ coli 23S rRNA or the encoding DNA; zmtf 
bases 2190-2330 of £ coli 23S rRNA or the encoding DNAlqt 

bases 2280-2330 of £ cnli 23S rRNA or the encoding DNA and said first genus is Legionella. 
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provided that if said target region is in a location corresponding to bases 975-1060 
of E. coli 16S tRNAt or the encoding DNA 7 then said first genus is either Campylobacter 
Legionella, or Mycobacterium; and 

b) determining whether a nucleic acid complex comprising said oligonucleotide 
probe has formed under conditions of high stringency as an indication that at least one member of 
said one or more target species is present in said sample, wherein said oligonucleotide probe does 
not form a detectable duplex with nucleic acid of said at least one non-target species under said 
conditions, 

492. (Currently Amended) The method of any one of claims 486-491 , wherei n st*i d 
target region corresponds to i s i n a l ocation coucsuondii i fiUJ cither ba$es 65-108 of E. coli 5S rRNA 
or the encoding DNA. 

493. (Currendy Amended) The method of claim 492, wherein said target region 
corresponds is i n a loe«.uion corr e spond i ng to bases 65-108 of E. coli 5S rRNA. 

494. (Currently Amended) The methodof any one of claims 486-491, wherein said 
target region corresponds to i s i n a location correspo n ding to eithe r bases 60-100 of £. coli J6S 
rRNA or the encoding DNA. 

495. (Currently Amended) The method of claim 494 ? wherein said target region 
corresponds rs- hnrlocaiion cor r espond i ng to bases 60-100 of E. coli 16S rRNA. 

496. (Currently Amended) The method of any one of claims 486-491 , wherein said 
target region corresponds to i s in a location cor r es p onding t o- ci t hc r bases 120-150 of E. coli I6S 
rRNA or the encoding DNA. 
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497. (Currently Amended) The method of claim 496, wherein said target region 
COTOSponds is i n a locat i on corr e sponding to bases 120-150 of E. coli 16S rRNA. 

498. (Currently Amended) The method of any one of ciaims 486-491, wherein said 
target region corresponds to is in a location cor r esponding to eith e r bases 170-230 of E. coli 16S 
rRNA or the encoding DNA. 

499. (Currently Amended) The method of claim 498, wherein said target region 
corresponds is in a location coucs p ond i ng to bases 170-230 of E. coli 16S rRNA, 

500. (Currently Amended) Themethodof any oneofclaims486-49l, wherein said 
target region corresponds to is in a location corre sp onding to either bases 405-480 of £. coli 16S 
rRNA or the encoding DNA. 

501. (Currently Amended) The method of claim 500, wherein said target region 
corresponds is in a locat io n co rr es p onding to bases 405-480 of £. coli 16S rRNA. 

502. (Currently Amended) The method of any one of claims 486-491, wherein said 
target region corresponds to i s in a - ■ location corresponding to cither bases 600-670 of £. coli 16S 
rRNA or the encoding DNA. 

503. (Currently Amended) The method of claim 502, wherein said target region 
corresponds i s i inriocation corresponding to bases 600-670 of E, coli 16S rRNA. 

504. (Currently Amended) The method of any one of claims 486-49 1 , wherein said 
target region corresponds to is in a l o cation corresponding to either bases 705-735 of E. coli 16S 
rRNA or the encoding DNA. 
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505. (Currently Amended) The method of claim 504, wherein said target region 
corresponds is in a local - roreorresponding to bases 705-735 of E. coli 16S rRNA, 

506. (Currently Amended) The method of any one of claims 486-491, wherein said 
target region corresponds to is in a location c o rresponding to e ithe r bases 820-860 of E. coli 16S 
rRNA or the encoding DNA. 

507. (Currently Amended) The method claim 506, wherein said target region 
corresponds is in a l o cation correspond i ng to bases 820-860 of E. coli 1 6S rRNA. 

508. (Currently Amended) The method of any one of claims 4SC-4 9 1 488-491. 
wherein said target region corresponds to re in a locati o n concspondinfl to cither bases 980-1050 of 
£ coli 16S rRNA or the encoding DNA* 

509. (Currently Amended) The method of claim 508, wherein said target region 
corresponds is - i i ra locat i on co rr es p o n ding to bases 980-1050 of E. coli 16S rRNA. 

510. (Cuirendy Amended) The method of any one of claims 486-49 1 , wherein said 
target region corresponds to is in a locati o n corres p ond i ng to eithe r bases 1125-1155 of E. coli 16S 
rRNA or the encoding DNA. 

51 L (Currently Amended) The method of claim 510, wherein said target region 
corresponds is in a location corresponding to bases 1 125-1 155 of £. coli 16S rRNA. 

512. (Currently Amended) The method of any o ne of cla i ms 486-48 9 claim 488 
or 489 , wherein said target region corresponds to iH n nr l ocat i uu eonespo n ding to cithe r bases 
1250-1290 of E. coli 16S rRNA or the encoding DNA. 
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5 1 3. (Currently Amended) The method of claim 512, wherein said utrget region 
corresponds i s in a location correspond i ng to bases 1250-1290 of E. coli 16S rRNA. 

514. (Currently Amended) The method of any one of claims 486-491 , wherein said 
target region corresponds to i s in a location co rr esponding to e i the r bases 270-390 of £. coli 23S 
rRN A or the encoding DNA. 

515. (Currently Amended) The method of claim 514, wherein said target region 
corresponds is i n a location co rr es p ondi n g to bases 270-390 of E. coli 23S rRNA. 

516. (Current! y Amended) The method of any one of clai ms 486^-9 1 , wherei n sa i d 
target region corresponds to is in j l ocation c o rresponding to cither bases 535-560 of £. coli 23S 
rRNA or the encoding DNA. 

517. (Currently Amended) The method of claim 516, wherein said target region 
corresponds is i n a locat i o n cor r espo n d i ng to bases 535-560 of E. coli 23S rRNA. 

518. (Currently Amended) The method of any one of claims 486^9 1 , wherei n sai d 
target region corresponds to is in a location co rr e sp o rr ding r to eithe r bases 1 150-1200 of E. coli 23S 
rRNA or the encoding DNA. 

519. (Currently Amended) The method of claim 518, wherein said target region 
corresponds is in a loeation cou e spoudiug to bases 1 150-1200 of E. coli 23S rRNA. 

520. (Currently Amended) The method of any one of claims 486-491, wherein said 
target region corresponds to is in a location cor r es p o n di n g to c i ther bases 1440-1600 of E. coli 23S 
rRNA or the encoding DNA. 
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521 . (Currently Amended) The method of claim 520, wherein said target region 
corresponds is in a location co rr es p onding to bases 1440-1600 of E. coli 23S rRNA. 

522. (Currently Amended) The methodof anyoneof claims 486-491, wherein said 
target region corresponds to i s - in a - locatiun corr e sponding to eithe r bases 1710-1750 of E. coli 23S 
rRNA or the encoding DNA. 

523. (Currently Amended) The method of claim 522, wherein said target region 
corresponds is i n a location cor r esponding to bases 1710-1750 of £. coli 23S rRNA. 

524. (Currently Amended) Themethodof anyoneofclainis486-491, wherein said 
target region corresponds to i s i n a locat i on co T ros p ondina to ci t her bases 2190-2330 of £. coli 23S 
rRNA or the encoding DNA. 

525. (Currently Amended) The method of claim 524, wherein said target region 
corresponds i s - in - a -l ocation cor re sp o nd in g to bases 2190-2330 of E. coli 23S rRNA. 

526. (Currently Amended) The method of claim 488 or 489, wherein said target 
region corresponds to i s in a locution co rr es p ondin - g - tmrithc r bases 65-108 of £*„ coli 5S rRNA or 
the encoding DNA and said genus is Mycoplasma. 

527. (Currently Amended) The method of claim 526, wherein said target region 
corresponds is in a location corjcaponding to bases 65-108 of E, coli 5S rRNA. 

528. (Currently Amended) The method of claim 488 or 489, wherein said target 
region coiresponds to is i n <i locati on co rr esponding la cither bases 60-105 of E. coli 1 6S rRNA or 
the encoding DNA and said genus is Chlamydia. 

Page IS of 34 

PAGE 23/39 * RCVD AT 12/9/2005 4:42:10 PM [Eastern Standard Time] ' SVR:USPTO-EFXRF-6/28 ' DNiS:2733300 * CSID: 18584108298 * DURATION (mm-ss):09-16 



gg-DEC-2005 01:42PM FROM-Gen-Probs Patent Dept. 



1 858 410 8298 



T-077 P. 024/039 F-185 



SUBMISSION Serial No. 08/454,529 

Auy. Docket No. GP004-16.DV4 

529. (Currently Amended) The method of claim 528, wherein said target region 
corresponds i s i n a location co r responding to bases 60-105 of E. coli 16S rRNA. 

530. (Currently Amended) The method of claim 488 or 489, wherein said target 
region corresponds to is in a location corresponding to e i ther bases 120-150 of E. coli 16S rRNA or 
the encoding DNA and said genus is Neisseria. 

531. (Currently Amended) The method of claim 530, wherein said target region 
corresponds is in a location c o rresponding to bases 120-150 of E. coli 16S rRNA. 

532. (Currently Amended) The method of claim 4S8 or 489, wherein said target 
region corresponds to is in a locaUoircoi Tc spondi n g cithe r bases 170-230 of E. coli 16S rRNA or the 
encoding DNA and said genus is either Mycobacterium* Chlamydia* or Mycoplasma. 

533. (Currently Amended) The method of claim 532 488 or 489 , wherein said 
genus i zr Myirvbuaw iuni and said target region corresponds to is in a location e o rms p ondinft 10 cither 
bases 185-225 of £. coli 16S rRNA or the encoding DNA and said genus is Mycobacterium . 

534. (Currently Amended) The method of claim 533, wherein said target region 
corresponds is i n a locatio n corr esponding to bases 185-225 of E. coli 16S rRNA. 

535. (Currently Amended) The method of claim 532 488 or 489 , wherein ssrid 
Chlamydia and said target region corresponds to is in & locuti o n corresponding to eithe r 

bases 175-210 of E. coli 16S rRNA or ihe encoding DNA and said genus is Chlamydia . 
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536. (Currently Amended) The method of claim 535, wherein said target region 
corresponds ia r ri rdrlocaiionxorres p onding is in a location mms p onding to bases 175-210 of E. coli 
16S rRNA, 

537. (Currently Amended) The method of claim 532 488 or 489 . wherein sard 
g e nus i s Mycoplasma und said target region corresponds to js in a location coiTCsp onding to either 
bases 190-230 of E. coll 16S rRNA or the encoding DNA and said een us is Mycoplasma. 

538. (Cmremly Amended) The method of claim 537> wherein said target region 
corresponds is i n a location co rr es p o n di ng to bases 190-230 of E. coli 16S rRNA. 

539. Canceled 

540. Canceled 

541. (Currently Amended) The method of claim 539 488 or 489 , wherein sat) 
genua is Mycoplasmcnx n d said target region corresponds to is in a location corresponding to cither 
bases 450-490 of E. coli 16S rRNA or the encoding DNA and said genus is Mycoplasma . 

542. (Currently Amended) The method of claim 541, wherein said target region 
corresponds i s in a iocationco rr cspond i i i g to bases 450-490 of E. coli 16S rRNA. 

543. (Currently Amended) The method of claim 599 488 or 489 . wherein stritf 
genuai isNuiswrkt and said target region corresponds to i5 i n a locat i on corresponding io cithe r bases 
455-485 of E. coli 16S rRNA or the encoding DNA and said genus is Neisseria . 
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544. (Currently Amended) The method oF claim 543, wherein said target region 
corresponds i& in a lixalicm correspondi n g to bases 455-485 of E. coli 16S rRNA. 

545. (Currently Amended) The method of claim 488 or 489, wherein said target 
region corresponds to is i irt ritKAtion corresponding to eithe r bases 600-635 of £. coli 16S rRNA or 
the encoding DN A and said genus is Chlamydia. 

546. (Currently Amended) The method of claim 545, wherein said target region 
corresponds is i n a locati o n corresp o nding to bases 600-635 of E, coli 16S rRNA. 

547. (Cunrently Amended) The method of claim 488 or 489, wherein said target 
region corresponds to U i n a locatio n eouesponding, lo c i t h er bases 820-870 of E. coli 16S rRNA or 
the encoding DNA and said genus is either Chlamydia, Mycoplasma, or Streptococcus. 

548. (Currently Amended) The method of claim 547, wherein said target region 
corresponds is in a locatio n co rr esponding to bases 820-870 of E. coli 16S rRNA. 

549. (Currently Amended) The method of claim 54? 488 or 489 . wherein surd 
genus i± Chhimydiu ' and said target region corresponds to is in a location corresponding to c i ther 
bases 830-870 of £ coli 16S rRNA or the encoding DNA and said genus is Chlamydia . 

550. (Currently Amended) The method of claim 549, wherein said target region 
corresponds i s in a locatio rr coiTcsponding to bases 830-870 of E. coli 16S rRNA. 

551. (Currently Amended) The method of claim 54? 488 or 489 . wherein wrid 
genus J & NlyLupliisiim -and said, target region corresponds to ia - i n- a location corres p o n ding to either 
bases 820-860 of E. coli 16S rRNA or the encoding DNA and said genus is Mycoplasma . 
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552. (Currently Amended) The method of claim 551, wherein said rarget region 
corresponds is in a location corresponding to bases 820-860 of E. coli 16S rRNA. 

553. (Currently Amended) The method of claim 549- 488 or 489 , wherein said 
gcnus.is Jfrqy/p c pccwa 'n d said target region corresponds to i & in a location ooue&poudiuA to cither 
bases 825-860 of E. coli 16S rRNA or the encoding DNA and said genus is Streptococcus . 

554. (Currently Amended) The method of claim 553, wherein said target region 
corresponds is in a locatio n co rr es p o n di n g to bases 825-860 of E. coli 16S rRNA. 

555. (Currently Amended) The method of claim 488 or 489, wherein said target 
region corresponds to i s i n a locatio n corresponding to eithe r bases 980-1050 980-1030 of £, coli 
16S rRNA or the encoding DNA and said genus is either Escherichia or Neisseria. 

556. (Currently Amended) The method of claim 555, wherein said target region 
corresponds is in a locatio n cor r es p onding to bases 900 - 1050 980-1030 of E, coli 1 6S rRNA. 

557. (Cun'ently Amended) The method of claim 555 488 or 489 , wherein *M 
genus is - Escherichia and said target region corresponds to is in a loca t ion corresp o nding to c i ther 
bases 995-1030 of E r coli 16S rRNA or the encoding DNA and said genus is Escherichia . 

558. (Currently Amended) The method of claim 557, wherein said target region 
corresponds is in a location - - corresponding to bases 995-1030 of E. coli 16S rRNA. 

559. (Currently Amended) The method of claim 555 488 or 489 . wherein sard 
g e nus i s /femrmrand said target region corresponds to is in a location coi T &spond in g to cithe r bases 
980-1015 of £. coli 16S rRNA or the encoding DNA and said genus is Neisseria . 

Page 22 of 34 



PAGE 27/39 * RCVD AT 1219/2005 4:42:10 PM [Eastern Standard Time] ' SVR:USPTO-EFXRF-6/28 * DNIS:2733300 ' CSID:1 35341 08298 " DURATION (mm-ss):09-16 



09-DEC-2005 01:43PM FRQM-Gon-Proba Patent Dept. 



1 858 410 8298 



T-077 P. 028/039 F-185 



SUBMISSION Serial No. 08/454,529 

Atty. Docket No. GP004-16.DV4 

560. (Currently Amended) The method of claim 559, wherein said target region 
corresponds is in a location correspond i ng to bases 980-1015 of E. coli 16S rRNA. 

561. Canceled 

562. Canceled 

563. (Currently Amended) The method of claim 488 or 489, wherein said target 
region corresponds to i s i n a location corr e sponding to either bases 270-405 of £, coli 23S rRNA or 
the encoding DNA and said genus is e i th e r Chlamydia, Proteus, Pseudomonas. or Emerobacrer. 

564. (Currently Amended) The method of claim 563, wherei n said target region 
corresponds i y - m - a - bcat i ur r eon r spundi ng to bases 270-405 of E. coli 23S rRNA. 

565. (Currently Amended) The method of claim 563 488 or 489 . wherein svmi 
genu A i s Chlamydia im A said target region corresponds to w i n a locatio n co rr esponding to either 
bases 275-320 of E. coli 23S rRNA or the encoding DNA and said genus is Chlamydia . 

566. (Currently Amended) The method of claim 565, wherein said target region 
corresponds is i n a locatio n co rr esponding to bases 275-320 of E. coli 23S rRNA. 

567. (Currently Amended) The method of claim 563 488 or 489 . wherein sard 
s e n ^ - h - C ' hlumydiu - imd said target region corresponds to is i n a locati o n c o miipuading lo c i ther 
bases 330-365 of E. coli 23 S rRNA or the encoding DNA and said genus is Chlamydia . 

568. (Currently Amended) The method of claim 567, wherein said target region 
corresponds i s in a location coiics p onding to bases 330-365 of E. coli 23S rRNA. 
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569. (Currently Amended) The method of claim 563 488 or 489 . wherein sahi 
ge n us is JVoygmrand said target region corresponds to is in a location corresponding t t r e hhcr bases 
270-305 of E. coli 23S rRNA or the encoding DNA and said genus is Proteus . 

570. (Currently Amended) The method of claim 569, wherein said target region 
corresponds i vi i ra - I uc ai i u n-c o i r c sp o nd i n g to bases 270*305 of £, coli 23S rRNA. 

571. (Currently Amended) The method of claim 563 488 or 489 , wherein stntl 
genus is Pwiuiumvnu* and said target region corresponds to is in a lo&alifln eoirespond i ntrto ci ther 
bases 365-405 of £. coli 23S rRNA or the encoding DNA and said genus is Pseudomonas . 

572. (Currently Amended) The method of claim 571 , wherein said target region 
corresponds i s i n a location co rr es p ond in g to bases 365-405 of E. coli 23S rRNA. 

573. (Currently Amended) The method of claim 563 488 or 489 , wherein sard 
genus is Entwobacter and said target region corresponds to is in a locatio n- co rr espond i ng to either 
bases 305-340 of E. coli 23S rRNA or the encoding DNA and said genus is Enterobacier . 

574. (Currently Amended) The method of claim 573, wherein said target region 
corresponds is i n a locat i o n corr e sponding to bases 305-340 of J?, coli 23S rRNA. 

575. (Currently Amended) The method of claim 488 or 489, wherein said target 
region corresponds to is in a locatio n co rr es p onding to eithe r bases 540-575 of E. coli 23S rRNA or 
the encoding DNA and said genus is Mycobacterium. 

576. (Currently Amended) The method of claim 575» wherein said target region 
corresponds is in a location coucs p o n ding to bases 540-575 of E. coli 23 S rRNA. 
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577. Canceled 

578. Canceled 

579. (Currently Amended) The method of claim 5?& 488 or 489 , wherein sard 
genus \%Mycubuav}iun\ and said target region corresponds to i a in a location corns woudina lo cither 
bases 1 155-1 190 of £ coli 23S rRNA or the encoding DNA and said gen us in Mycobacterium. 

580. (Currently Amended) The method of claim 579, wherein said target region 
corresponds is in a location c o rres p ondi n g to bases 1155-1190 of E. coli 23S rRNA, 

581. (Currently Amended) The method of claim 57? 488 or 489. wherein smd 
genua* i& Chlamydia and said target region corresponds to is in a locati o n - corresponding to cither 
bases 1 1 60-1 190 of EL coli 23S rRNA or the encoding DNA and said genus is Chlamydia. 

582. (Currently Amended) The method of claim 581, wherein said target region 
corresponds is in a locatio n co rr esponding, to bases 1 160-1190 of E. coli 23S rRNA. 

583. Canceled 

584. Canceled 

585. (Currently Amended) The method of claim 583- 488 or 489 . wherein said 
target region corresponds to is in a locatio n coiicsDOudine. to cither bases 1450-1490 of E. coli 23S 
rRNA or the encoding DNA and said genus is Chlamydia , 

586. (Currently Amended) The method of claim 585, wherein said target region 
corresponds i s - hra 'l ocat i on correspondi n g to bases 1450-1490 of £. coli 23 S rRNA. 
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587. (Currently Amended) The method of claim 563 488 or 489 . wherein said 
target region corresponds ro is in & l o cation correspondi n g to cithe r bases 1510-1545 oFE. coli 23S 
rRNA or the encoding DNA and said genus is Chlamydia , 

588. (Currently Amended) The method of claim 587, wherein said target region 
corresponds is i n a location corresponding, to bases 1510-1545 of E> coli 23S rRNA. 

589. (Currently Amended) The method of claim 488 or 489, wherein said target 
region corresponds ro is in a locat to n - ^ o rr c spu n di n g to ei the r bases 1710-1750 of £ cfl//23SrRNA 
or the encoding DNA and said genus is Chlamydia. 

590. (Currently Amended) The method of claim 589, wherein said target region 
corresponds is in a location cori^spondi i' ig to bases 1710-1750 ofE. coli 23S rRNA. 

59L (Currently Amended) The method of claim 488 or 489, wherein said target 
region corresponds to is i n a l ocation corrcs po n ding to cithe r bases 2195-2235 of £ coli 23S rRNA 
or the encoding DNA and said genus is Mycobacterium. 

592. (Currently Amended) The method of claim 591, wherein said target region 
corresponds is in - a location cor r espo n d i ng to bases 2195-2235 of E. coli 23S rRNA. 

593. Canceled 

594. Canceled 

595. (Currently Amended) The method of claim 593 490 or 491 . wherein said 
target region corresponds to is in a locat i on corresponding to either bases 405-428 of E. coli 16S 
rRNA or the encoding DNA and said first genus is Campylobacter . 

Page 26 of 34 



PAGE 31/39 ' RCVD AT 1219/2005 4:42:10 PM [Eastern Standard Time] 1 SVR:USPTO-EFXRF-6/28 ■ DNIS:2738300 * CS!D:1 85341 08298 * DURATION (mm-ss):09-16 



09-DEC-2005 01:43PM FROM-Gen-Probo Patent Dapt. 



1 858 410 8298 



T-077 P. 032/039 F-185 



SUBMISSION Serial No. 08/454,529 

Any. Docket No. GP004-i6,DV4 

596. (Currenily Amended) The method of claim 595, wherein said target region 
corres ponds i s i n a location co rr esponding to bases 405-428 of E. coli 16S rRNA. 

597. (Currently Amended) The method of claim 593 490 or 491, wherein said 
target region corresponds to hrr r n rioeaL r on-con - es p ondiiig to cither bases 440-470 of E. coli J6S 
rRNA or the encoding DNA and said first genus is Campylobacter . 

598. (Currently Amended) The method of claim 597, wherein said target region 
corresponds i s in a location corresponding to bases 440-470 of E. coli 16S rRNA. 

599. (Currently Amended) The method of claim 490 or 491, wherein said target 
region corresponds to i vi i ra -t uidliu ii cone&poudinft to either bases 630-675 of E. coli 16S rRNA or 
the encoding DNA and said first genus is Legionella. 

600. (Currently Amended) The method of claim 599, wherein said target region 
corresponds is in a location correspond i ng to bases 630-675 of E. coli 16S rRNA. 

601. (Currently Amended) The method of claim 490 or 491, wherein said target 
region corresponds to is in a location corresponding tu e ither bases 705-735 of E. coli 16S rRNA or 
the encoding DNA and said first genus is Campylobacter. 

602. (Currently Amended) The method of claim 601, wherein said target region 
corresponds is in a location correspo n ding to bases 705-735 of E. coli 16S rRNA. 

603. (Currently Amended) The method of claim 490 or 491, wherein said target 
region corresponds to is in a location corresponding to either bases 975-1060 of £ coli 16S rRNA 
or the encoding DNA and said first genus is Legionella. Campylobacter, or Mycobacterium. 
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604. (Currently Amended) The method of claim 603, wherein said target region 
corresponds is- i n a location cor r espo n d in g to bases 975-1060 of £. coli 16S rRNA. 

605. (Currently Amended) The method of cl aim 693 490 or 49 1 . wherein said fi rst 
£G T \i\s i $Ccmi]jylvbuuui and said target region corresponds to is in a location co i TC&puiidiiia lo ci ihcr 
bases 980-1010 of £. coli 16S rRNA or the encoding DNA and said first genus is C ampylobacter. 

606. (Currendy Amended) The method of claim 605, wherein said target region 
corresponds is in a location corresponding to bases 980-1010 of E. coli 16S rRNA. 

607. (Currently Amended) The method of claim 663 490 or 491 . wherein said tot 
genua i t> bgg i untfiarm t i said target region corresponds to is in & locdtiu i rcunespondiug 10 c i ther 
bases 975-1020 of £. coli 16S rRNA or the encoding DNA and said first penus is Legionella . 

60S. (Currently Amended) The method of claim 607, wherein said target region 
corresponds is in & locat i on corresponding to bases 975-1020 of E. coli 16S rRNA. 

609. (Currently Amended) The method of claim 663 490 or 491 , wherein s aid first 
ge n ua is Mycobacteriwm e sA said target region corresponds to is in a location cor r espond i ng lu uilmr 
bases 1025-1060 of E. coli 16S rRNA or the encoding DNA and said first genus is Mycobacterium . 

610. (Currently Amended) The method of claim 609, wherein said target region 
corresponds is in a location corresponding to bases 1025-1060 of E> coli 16S rRNA. 

611. (Currently Amended) The method of claim 490 or 491, wherein said target 
region corresponds to is in a location curi e s ponding to c ith e r bases 1125-1155 of E. coli 16S rRNA 
or the encoding DNA and said first genus is Salmonella, 
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612. (Currently Amended) The method of claim 611, wherein said target region 
corresponds \s in a location co rr es p onding to bases 1] 25-1155 of E. coli 16SrRNA. 

613. Canceled 

614. Canceled 

6J5. (Currently Amended) The method of cl aim 6*3 490 or 49 L wherei n saidfrrst 
g e nus is> Legiuwlki a n d said target region corresponds to i s - lira - locatio n co r responding to dlhcr 
bases 350-395 of E. coli 23S rRNA or the encoding DNA and said firs t perms is Legionella. 

616. (Currently Amended) The method of claim 615, wherein said target region 
corresponds ts - i r ra location cor r espo n ding to bases 350-395 of £. coli 23S rRNA. 

617. (Currently Amended) The method of claim 643 490 or 491 . wherein said lirat 
gen us- i s - SulmvnvUu -and said target region corresponds to is in a location corres ponding lo either 
bases 335-375 of E, coli 23S rRNA or the encoding DNA and said firs t genus is Salmonella. 

618. (Currently Amended) The method of claim 617, wherein said target region 
corresponds re - r r nrbcai i on - eonrspo n d i n g to bases 335-375 of E. coli 23S rRNA. 

619. Canceled 

620. Canceled 

621. (Currently Amended) The method of claim 620 490 or 49 L wherein swd-firsi 
genus i s Legionella and said target region corresponds to is in a location - co r responding to ciihcr 
bases 1585-1620 of £ coli 23S rRNA or the encoding DNA and said first genus is LeQionella . 
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622. (Currently Amended) The method of claim 621, wherein said target region 
corresponds is in a location corresponding to bases 1585-1620 of E. coli 23S rRNA. 

623. (Currently Amended) The method of claim 6t9 490 or 491 , whcrei n arid first 
genus isMycvbuvturium and s ai d target regj on corresponds to ts-iirtt-tocaiiuiiuojieipoudiiig 10 either 
bases 1 440-1475 of E. coli 23S rRNA or the encoding DNA and said first aenus is M ycobacterium. 

624. (Currently Amended) The method of claim 623» wherein said target region 
corresponds mrrrlooalion corr e sponding to bases 1440-1475 of E, coli 23S rRNA. 

625. (Currently Amended) The method of claim 6*9 490 or49L wherein sa i d f i rst 
g e nus i s Mycubacterimwaid said target region corresponds to i& in a location CQiT&s ponding'iociihcr 
bases 1515-1555 of E. coli 23S rRNA or the encoding DNA and said first genus is Mycobacterium . 

626. (Currently Amended) The method of claim 625, wherein said target region 
corresponds U in a locatio n corresponding to bases 1515-1555 of E. coli 23S rRNA. 

627. (Currently Amended) The method of claim 619 49Qor49L wherein s a i d f i rst 
& rt i \ $ i sMyLubuLivriuin and said target region corresponds to is i n a loMtiun cm nspundi ufi to cithe r 
bases 1570-1610 of E. coli 23S rRNA or the encoding DNA and said first genus is M ycobacterium. 

628. (Currently Amended) The method of claim 627, wherein said target region 
corresponds i s in-a r le c ation corresponding to bases 1570-1610 of £, coli 23S rRNA. 

629. (Currently Amended) The method of claim 490 or 491, wherein said target 
region corresponds to i s in a locat i on co rr espo n d iTt g - t on et t he r bases 2280-2330 of E, coli 23S rRNA 
or the encoding DNA and said first genus is Legionella. 
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630. (Currently Amended) The method of claim 629, wherein said target region 
corresponds w -rtr a - tocdlion corresponding to bases 2280-2330 of E. coli 23S rRNA. 
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